Currently, there is a massive gap the mycetoma knowledge in particular in its 32 epidemiological characteristics, the infection route, the predisposing factors and the 33 host susceptibility. With this background, the present cross-sectional descriptive 34 entomological study was conducted to determine the possible role of arthropod 35 vectors in the transmission of eumycetoma as well as the knowledge, attitude and 36 practice (KAP) among the villagers towards that in a mycetoma endemic village at 37 Sennar State, Sudan.
were transported to the field laboratory where sandflies and mosquitoes were sorted 145 by sex and genus and were preserved in 70% ethanol for later identification to 146 species level. For sticky trap collection, A4-sized white sticky traps (10 per night for 147 three nights) coated with sesame oil were used to capture sandflies from outdoor 148 habitats. A set of 10 sticky traps were hung vertically in a row of 30 cm above the 149 ground supported by wooden sticks. Sticky traps were removed early in the morning, 150 sandflies were removed using forceps and stored in 80% ethanol in labelled vials for 151 further identification. 152 The Knockdown and active search collection (direct pick up) methods were used to 153 collect indoor (inside rooms) diurnal resting mosquitoes and sandflies vectors. For 154 Knockdown method, the rooms were sprayed early morning between 6:00 and 155 8:00am with commercial insecticide (Pif Paf). White sheets (2 x 2 meters) were laid 156 on all flat surfaces over the entire floor and beds in the room, and all doors and directly collected from the invested domestic animals found in animal shelters (cows 168 and goats only) and preserved in labelled Petri dishes using silica gel. Also, an 169 active search for immature stages of ticks was carried out in some animal shelters.
170
Search was focused on specific areas that included underneath fresh and dry animal 171 dungs, water tanks and fresh plants offered as animal feed. metal beats were added in microcentrifuge tube. 500µl from ATL buffer was added, 205 and the tube was put in the tissue lyser machine for 10mins/frequency 30, 206 centrifuged at 10,000x for one minute. The supernatant was placed into a new tube, 207 and 25µl proteinase K was added and incubated in a water bath at 56̊0C for 30mins.
208
Samples were centrifuged at 8000g for three mins. The clear supernatant was put 209 into a new tube, and 300µl absolute ethanol was added and shaken briefly, then the 210 tube was centrifuged to remove the drops from inside of the lid. The solution was put 211 in a QIAGEN mini-column and centrifuged (8000g/3mins). 750µl AW1 solution was 212 added into the column and centrifuged (8000g/3mins). The lid of the column was closed and was put in a new collection tube and centrifuged (15000g/1min). The 214 column was placed in a new 1.5ml tube, and 70µl AE buffer was added inside the 215 column and centrifuged (8000g/3mins). Samples were stored at -20 0 C. 216 217 PCR using panfungal primers and M. mycetomatis species-specific primers 218 The isolated genomic DNA was amplified using PCR with panfungal primers ITS5 
